Identified proteins were assigned to subcellular location groups as specified by the Uniprot Subcellular location [CC] attribute, and the spectral count sum for each group was counted. Percentages in the chart depict the spectral count ratio of each group from the total sum. Transcriptional activity of GR-R447A was compared to that of GR by luciferase reporter gene assays in the presence of 100 nM dex, 1 µM RU486 or vehicle. COS-1 cells were cotransfected with a minimal pGRE4-tk-luc reporter together with expression vectors encoding GR and GR-R447A. The columns represent mean ± SD of three biological replicates normalized to transfection efficiency using -galactosidase activity. The activity of GR in vehicle treatment has been set to 1. (B) Fluorescence recovery after photobleaching was used to measure the nuclear mobility of GR and GR-R447A. Flp-In T-Rex 293 cells expressing EGFP-GR or EGFP-GR-R447A were exposed to 100 nM dex and a 1-µm wide rectangular area spanning the nucleus was bleached and used to monitor recovery dynamics. Curves represent the mean and error bars ± SD of at least 5 cells. 
